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Motivation

The traditional biological research approaches were used to study one gene or 
a few genes at a time. 

Nowadays it is possible to measure the changes and the regulation of genome-
wide genes under certain biological conditions.
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Set of Genes As a Focus of Biological Research



Reactome pathway browser

Pathways for Human



Pathway-Visualiser

Interactive

Reproducible

Shareable

Pathway-Visualiser constructs these pathways for a given set of genes.
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Build the Entire Network

Pathway-Visualiser

List of genes

Significant Gene Ontologies that includes the 
input list of genes



Highlight the Selected GO Terms

The network of selected pathways

Pathway-Visualiser is interactive.

Purple nodes are the pathways of 
interest selected by the user.

Blue nodes are the periphery 
pathways.



Table of GO Terms for Selected Nodes



GO Terms with Inquired Gene
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